ASHBI SignAC Technology Seminar

PacBio Sequel Ile

Sequence with Confidence

Introducing highly accurate long-read
sequencing technology and applications
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Day 1: March 10 (Thu) 2022, 9:00am - noon
Day 2: March 11 (Fri) 2022, 9:00am - noon - Lee

Participation Fee : Free
Language : English and Japanese

Registration: https://forms.gle/UaYyhTPTBDgeEj5J9

Register via the right QR code EigzEl
[Registration required] =

We are pleased to announce that PacBio Sequel Ile has been installed in ASHBi SignAC and will be
broadly available through iSAL, one of equipment sharing platforms in Kyoto University.

PacBio Sequel Ile can provide highly accurate long-read
sequencing data, or HiFi reads, with the single-molecule real-
time (SMRT) sequencing technology. HiFi sequencing has
made it possible to perform long-range phasing analysis of the
genome as well as transcriptome analysis of full-length mRNA, —— CompenyB
opening a new chapter in the field of genomics. In this
seminar, we will overview the HiFi sequencing and PacBio
Sequel Ile system, including the experimental workflows,
analysis tools, and practices. A new on-instrument workflow
for direct detection of DNA methylation without chemical
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