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7. BBAR:

The Single-Cell Genome Information Analysis Core at the Institute for the Advanced Study of
Human Biology (ASHBI), Kyoto University, aims to establish state-of-the-art techniques to extract and
analyze multi-omics data from individual cells of various biological samples. The successful applicant will
develop novel analytical tools in single-cell genomics, and apply these methods and others to understand
critical biological processes in humans. One focus of the research target may include, but not limited to,
the detailed analysis of the gene activation process by long-range enhancers in the genome. Also, ASHBI
offers great environment to foster collaborative projects between different disciplines of science. The
successful applicant will be highly encouraged to actively participate in and organize cutting-edge projects
involving not only diverse fields of human biology, but also mathematics and ethics, to establish leading
concepts in human biology.
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Application Guidelines

Follow the instructions below to prepare and submit your application. Write in English, and use a 10.5
point font or larger. You may include photographs or charts in color or black and white. Please submit your
application via email.

Deadline: Open until the position is filled
Submit by email to: ASHBI-recruit@mail2.adm.kyoto-u.ac.jp
(Related documents should be sent as email attachments)

Applications with serious deficiencies and/or false information will not be evaluated.

1. Basic Information (CV)

(1) Name

(2) Home Address and Contact Information (phone, email, etc.)

(3) Date of Birth, Age, and Gender

(4) Academic Degree (including date of acquisition)

(5) Nationality

(6) Current Appointment (your current affiliation, department, and position)
(7) Education

(8) Professional Experience

(9) Awards

(10) Contact details of two references (name, affiliation, position, address, e-mail address)

2. Research Statement (within 3 pages)
Concisely describe your research interest, research achievement, and research plans at ASHBI, highlighting
your unique ideas.

3. Your contribution to ASHBi (within 1 page)
Explain how you will contribute to furthering the research activities at the Single-cell Genome
Information Analysis Core and ASHBiI in general.

4, List of Publications/Grants
Describe your publications in reverse chronological order, including published papers, books, invited
lectures, awards, patents, etc. Describe the grants you obtained.

Contact
Email: ASHBi-recruit@mail2.adm.kyoto-u.ac.jp
Address: Institute for the Advanced Study of Human Biology (ASHBi) KUIAS, Kyoto University

Yoshida Konoe-cho, Sakyo, Kyoto 606-8501 Japan
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